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Reprogramming neural cell fates through targeted manipulation of cell identity 

barriers applying epigenome editing
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DNA Glycosylase-Dependent Regulation of the Neuronal Epigenome 
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Epigenomic priming of immune genes in oligodendroglia in mouse and human is 
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Srrm2 splicing factor plays a key role in stem cell identity 
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The role of Vsx2 in human retinal organoid development 
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Chromatin accessibility landscape in adult human oligodendroglia 
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Investigation of the effect of epigenome editing tools in the context of Central 

Nervous System inflammation 
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Epigenetic and transcriptional regulation of neuronal activity-response genes during 

development 
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Histone Variant H2BE Promotes Astrocyte Senescence and Aged-Related Memory 

Deficits in Mice 

 

Poster 12 Federico Miozzo (Neuroscience Institute – CNR, Italy) 

Maintenance of mitochondrial integrity in midbrain dopaminergic neurons governed 

by a conserved developmental transcription factor 
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CHAS, a deconvolution tool, infers cell type-specific signatures in bulk brain histone 

acetylation studies of brain disorders 
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Targeting BET proteins in macrophages for enhancing nerve regeneration after 

peripheral nerve injury in mice 
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Single-cell epigenetic study of environmental risk factors in Parkinson’s disease 
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Spatially-resolved chromatin accessibility in the developing mouse brain using spatial-
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Role of chromatin remodeling in regulating activity-dependent gene expression in 

dopaminergic neurons and its potential implication on drug addiction 
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Dynamics of transcriptomic and epigenomic states of oligodendrocytes in 

experimental autoimmune encephalomyelitis 
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Transcriptomic insights into the etiology of Rett syndrome 
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Integrated epigenomic analysis identifies novel regulators of midbrain dopaminergic 

neuron differentiation 
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  DNA repair inhibition leads to release of repetitive sequences in the cytoplasm 

 


